Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.055; wR factor = 0.195; data-to-parameter ratio = 12.7.
In the title hydrate, C 19 H 15 N 3 O 3 ÁH 2 O, the three aromatic groups in the quinoline derivative are close to coplanar: the central oxadiazole fragment makes dihedral angles of 15.7 (2) with the benzene ring and 5. 30 (14) with the quinoline ring system. In the crystal, the organic molecules are connected with water molecules by pairs of O-HÁ Á ÁN hydrogen bonds involving the quinoline and oxadiazole N atoms. The molecules form stacks along the a axis, neighboring molecules within each stack being related by inversion and the shortest distance between the centroids of the oxadiazole and pyridine rings being 3.500 (2) Å . Molecules from neighboring stacks are linked by weak C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional structure.
Related literature
For the preparation of the title compound, see: Shishue & Henry (1989) . For the general synthetic procedure, see: Munoz-Muniz & Juaristi (2003) . For standard bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Fig,1) , the bond length (Allen et al., 1987) and angles are within normal ranges. The molecule is almost planar. In the crystal, the intermolecular C16-H16···O1 hydrogen bonds link the molecules into zig-zag chains along the c axis and the intermolecular C10-H10···OW hydrogen bonds link the molecules into zig-zag chains along the b axis, thus forming a stable structure (Fig. 2 ).
The title compound 3 mmol) and potassium iodide (catalytic amount) were added to acetone (20 ml), and then the mixture was heated to reflux for 6 hours, cooled to room temperature, filtered and evaporated to afford the yellow solid. The crude product was recrystallized from ethyl acetate. Yield 2 g (80.5%).
Crystals suitable for X-ray analysis were obtained by slow evaporation of an ethanol solution.
Refinement
H atoms were positioned geometrically, with C-H = 0.93, 0.97 and 0.96 Å for aromatic, methylene and methyl H, respectively, and constrained to ride on their parent atoms, with U iso (H) = xU eq (C,N), where x = 1.5 for methyl H and x = 1.2 for all other H atoms. In the absence of significant anomalous dispersion effects, 1739 Friedel pairs were merged. The molecular structure of the title compound with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Extinction coefficient: 0.045 (4)
Computing details

Data collection: CAD-4 EXPRESS
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma (F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
